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/ABSTRACT

The main objective of the presented work was to evaluate the capabilities of the GC-TOF-MS provided with electron ionization source for screening methods in fruit and vegetables by using an accurate homemade mass
database. The compounds selected are focused especially on those pesticides no frequently detected and so, typically out of the main pesticide monitoring lists. Furthermore on compounds with very low ionization yield
with electrospray sources, consequently being low LC-MS amenable.

Analytical performance was tested in four different matrices: potato, tomato, spring onion and orange. The extraction technique applied to obtain the extract from the raw vegetables was miniaturized ethyl acetate with no
clean-up.

High Resolution (HR) mode was tested to establish the concentration range within an automatic identification was possible. For this automatic identification, different searching parameters concerning the retention time
window and the mass error window were tested.

Additionally, the linear range was studied at the two resolution modes, even though this was not the main objective of the screening method. The matrix effects on identification and quantification was also studied between
the four selected matrices.

The developed method was applied to real samples, comparing qualitative and quantitative results to those obtained by GC-QqQ-MS/MS. In light of the results, false positives were carefully investigated.

Building the Database: an example with Vinclozolin Ethyl Acetate Extraction Method
« EIC (284.9954) at 100 pg/kg in Tomato s Mass Spectrum (Rt = 18.186 min) at 100 pg/kg in Tomato [ 10 g of Sample + 10 ml of EtOAc ]
o [ 1.5 g of NaCl and 8 g of MgSO, ]
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ionization mode, we can obtain spectra with a lot
of ions. Unfortunately tools like NIST are only
available for unit mass, and not for exact mass. So

we need the help provided by MS Interpreter or Molecular Formula m
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